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Multiplex your genetic expression studies up to 40 GENES on

THE GENOMELAB™ GEXP GENETIC ANALYSIS SYSTEM

Prepare (Step 1)

Multiplex Reverse Transcription

Reverse transcription of
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I Liniversal tag reverse saa
s S —

— /
ene specific
verse sequence Q

Multiplex PCR with chimeric
and universal primer sets |

5 o O O O R O

—

SRR
Gene specific
\%" forward sequence

ey

Join us to know more about
multiplexing your Gene Expression on

the GeXP

JUNE 218t, 2011 (Tues)

10.00AM

The seminar features Dr. Bee-Na Lee from
Beckman Coulter, USA. She will give an
overview on recent new findings using
The Beckman Coulter GenomeLab™ GeXP

System.
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Register Today at -

016 66l 364l with dana
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Analyze and Evaluate

Separate and Analyze
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Beckman Coulter’s GenomeLab GeXP Genetic Analysis System
uses a simplified two-step multiplex PCR process for
multiplexing biomarkers in gene expression assays. Each
multiplex integrates biological controls in the same well as
target genes and reference (housekeeping) genes.

¢ Reduces reagent consumption
¢ Eliminates pipetting variation
¢ Minimizes the need for technical replicates.

The true flexibility of the system is the ease and
specificity of panel generation.

By using the eXpress Designer module within the software,
scientists can design research-specific panels using accession
numbers or proprietary sequences.

GeXP protocols accept any desalted,
deprotected, unlabeled
oligonucleotides / primers

¢ The GenomeLab™ GeXP produces
gene expression data with superb
linearity

¢ The GenomeLab™ GeXP is sensitive
enough to precisely detect even small
changes in gene expression.

Simultaneously analyze up to 40
functional genes in one multiplex
panel!!

HuBC control RNA (ng) | 65 98 | 146 | 219 | 320 | 404 74 1 167 | 250

GEQ value 65 98 15.0 204 38.2 49.8 678 118 183 25

Relative accuracy o9% | 99% | o7% | 93% | o0% | oo | e2% | 93% | o™ | @e%
Average of RA 96%
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